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Short Course on Mathematical Approaches to 

the Analysis of Complex Phenotypes 
October 5 – 11, 2005

EVENT SCHEDULE 
Wednesday, October 5th  

PM

12:00 - 2:30
- Registration with luncheon buffet

2:30 - 5:30
- Free Time
6:00 - 7:00
- Dinner

7:00 – 7:30
- Welcome

Gary Churchill, The Jackson Laboratory, Organizer

Thursday, October 6th 

AM
8:30 - 9:00 
- Course Evaluation
Suzanne Hart, The University of Maine, Orono

9:00 - 10:30 
- Introduction to QTL mapping in model organisms
 Karl Broman, Johns Hopkins University

10:30 - 11:00 
- Break 

11:00 - 12:00
A missing data perspective on QTL mapping
Saunak Sen, University of California, San Francisco

PM

12:00 - 1:00 
- Lunch

1:00 - 2:30 
- QTL examples
Gary Churchill, The Jackson Laboratory
2:30 - 3:00
- Break

3:00 - 5:00 
- Lab I: R/qtl 

Karl Broman, Johns Hopkins University

6:00 - 7:00
- Dinner
7:00 - 8:30
- TBA
Friday, October 7th 

AM
9:00 - 10:30 
- Bayesian model selection for multiple QTL
Brian Yandell, University of Wisconsin, Madison

10:30 - 11:00 
- Break
11:00 - 12:00
- JAX PGA: New Models of Heart, Lung, Blood, and Sleep Disorders

 Karen Svenson, The Jackson Laboratory

PM

12:00 - 1:00
- Lunch

1:00 - 2:30 
- TBA
2:30 – 5:00
-Free Time – Computer Lab Available

6:00 - 7:00
- Dinner
7:00 - 8:30
- Overview of Complex Trait Analysis in Humans 

Eleanor Feingold, University of Pittsburgh

Saturday, October 8th 

AM
8:30 – 10:00
- Experimental Design for Mapping Studies
Jaya Satagopan, Memorial Sloan-Kettering Cancer Center
10:00 – 10:30
- Break

10:30 – 12:00 – Haplotype Analysis and Population Genetics of Complex Traits

Hongyu Zhao, Yale University
PM

12:00 - 1:00 
- Lunch

1:00 - 2:30 
- Linkage Analysis-Binary Traits
Josee Dupuis, Boston University
2:30 - 5:00
- Free Time – Computer Lab Available

6:00 – 7:00
- Dinner
7:00 - 8:30
- Special Guest Lecture:  Cardiovascular disease risk:  a case study 

Andrew Clark, Cornell University

Sunday, October 9th 

AM
8:30 - 10:00
- Linkage analysis:  Quantitative traits
Eleanor Feingold, University of Pittsburgh
10:00 - 10:30 
- Break
10:30 - 12:00 
- Case Study:  Linkage Analysis Using SNPs
Jin Szatkiewicz, The Jackson Laboratory

PM

12:00 - 1:00
- Lunch

1:00 - 6:00
- Free Time (Structured event?)
6:00 - 7:00
- Dinner
7:00 - 8:30 
- Evening Discussion (Living Room)

Monday, October 10th  

9:00 - 10:30
- Experimental Design for cDNA microarrays

Gary Churchill, The Jackson Laboratory

10:30 - 11:00
- Break 
11:00 - 12:00
- ANOVA Methods for Microarray Analysis
Gary Churchill, The Jackson Laboratory

PM

12:00 - 1:00
- Lunch

1:00 - 2:30 
- Introduction to Web QTL
Elissa Chesler, University of Tennessee, Memphis
2:30 - 3:00
- Break 

3:00 - 5:00
- Lab II: R/maanova
Hao Wu, The Jackson Laboratory
6:00 - 7:00
- Dinner
7:00 - 8:30 
- Evening Discussion (Living Room)

Tuesday, October 11th 
AM
8:30 - 10:00
- Gene Expression Analysis with R/Bioconductor
Rafael Irizarry, Johns Hopkins University

10:00 - 10:30
- Break
11:00 - 12:00
- Bioinformatics Resources for Complex Trait Analysis
Carol Bult, The Jackson Laboratory

PM

12:00 - 1:00
- Lunch

1:00 -  5:00
- Free Time – Computer Lab Available
6:00 - 8:00
- Lobster Dinner
End of Course
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